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Education

Ph.D. California Institute of Technology, Biology - Pasadena, CA, USA June 2007
Advisor: Prof. Erik Winfree

Thesis: “In vitro synthetic transcriptional networks”

B.S., Pohang University of Science and Technology, Life Sciences - Pohang, Korea August 2000
Graduated summa cum laude

Thesis Advisor: Prof. Byung-Ha Oh

Thesis: “Purification and Characterization of Caspase”

Experience
Assistant Professor, Life Sciences, POSTECH — Pohang, Gyeongbuk. Korea May 2018—-Present
Synthetic Biology and Molecular Computing
Senior Scientist, NuProbe USA Inc. — Cambridge, MA, USA March 2018-April 2018
DNA toehold probes for cell-free DNA detection
Postdoctoral Research Fellow, Harvard University — Boston, MA, USA March 2014-April 2018
Wyss Institute for Biologically Inspired Engineering, Advisor: Prof. Peng Yin
Postdoctoral Scholar, California Institute of Technology — Pasadena, CA, USA March 2010-March 2014
Department of Bioengineering, Advisor: Prof. Richard Murray
Senior Researcher, CbhsBioscience Inc. — Daejeon, Korea Jan 2007—March 2010

Prognostic markers of hepatocellular carcinoma

Patents

e Compositions comprising riboregulators and methods of use thereof (US patent 11124846)
e Markers for prognosis of liver cancer (Korean patent 10-0964193)
* Protein markers for diagnosis of liver cancer progression (Korean patent 10-1004960)

Honors & Awards

Wyss Institute cross-platform fellowship 2014-2017
Korea Foundation for Advanced Studies predoctoral fellowship 2000-2005
Korea Foundation for Advanced Studies undergraduate fellowship 1998-2000
Pohang University of Science and Technology full-tuition scholarship 1997-2000
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